
TABLE S6 Genes of “Ca. Rickettsiella viridis” encoding putative effector proteins, which are orthologous to effector protein genes 
identified in L. pneumophila. 

Position Coding strand Gene Product Reference1 
76740–78989 + mavN Involved in ferrous ion transport (83, 84) 

217452–218255 – lpg2628 Putative transmembrane lipoprotein (79) 
419499–421049 + legK1/legK3 Serine/threonine protein kinase-like (81) 
738885–739754 + rsmE (lpg2936) Ribosomal RNA small subunit methyltransferase E (79) 

1058703–1059512 – ravC Sporulation protein RMD1-like (79, 100) 
1126677–1127126 – lpg2359 GatB/YqeY domain-containing protein (79) 
1128484–1130475 – ravJ Hypothetical protein (79, 100) 
1139666–1141066 – arp/ankH/sdcA Ankyrin repeat-containing protein (82, 86, 101) 
1164066–1166285 – sidP (lpg0130) Phosphoinositide phosphatase (80) 
1409389–1411617 – lepB Effector protein B (102) 
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